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vertical bars indicate S.E.M. Data are presented as 
percent maxiaum cAHP r leased by 5-HT (basal cAHP 
rel ase: 0.023 -± 0.004 pnol/ml/10 ■ nxn; maximum eMfP 
release: 0.S7 ± 0.04 pmol/ml/10 min) . 

Fl9iire IIX: Nucleotide sequence of the partial human 
SlO-87 clone. Only partial 3' untranslated sequences 
are shown (SEQ. ID NO. 14). 

Figure IIB: Deduced amino acid sequence encoded by the 
nucleotide sequence of Figure llA of the partial human 
S 10-87 clone (SEQ. ID MO. 15) . . 

Figure 12: Comparison of the nucleotide sequences 
between the human (top row) and the rat S10-B7 (bottom 
row)' cDNA clones. The overall identity is 90.8%. 

Figure' 13: Comparisoh. of the, deduced amino acid 

sequences between the human (top row) and the rat 
(bottom row) S 10-87 receptors. The overall identity is 
93.9%. 

Figure X4A: Nucleotide sequence of the full length 
human S 10-9 5- clone (SEQ. ID NO. 7). 

Figure 14B: Deduced amino acid sequence encoded by the 
nucleotide sequence of Figure 14 A (SEQ. ID- NO. 8). 

Figure 15: Comparison of the nucleotide sequences 
between the human (top row) and the rat (bottom row) 
S 10-95 CDNA clones. The overall identity is 90.7%. 

Figure 16: Comparison of the deduced amino acid 
sequences between the human (top row) and the rat 
(bottom row) s 10-95 receptors. The overall identity is 
93.8%. 



